










































































































































































































































































































In	 situ	 hybridisation	was	 performed	 on	 frozen	 brain	 sections,	 three	 per	 group	287	
(Agrp-/-	 and	 Agrp+/+)	 as	 previously	 described	 (3).	 An	 anti-sense	 Digoxigenin	288	
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% Body Weight Change
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Mesenteric Fat Pad Mass






































































Epididymal Fat Pad Mass
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3 Week  - BAT mRNA Expression





























































































































Day 1-3 Energy Expenditure
P = 0.165




































































Day 2  - BAT mRNA Expression
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Day 2 -  Hepatic Gluconeogenic Genes
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>> Vehicle AgRP-/- vs Cort AgRP-/-







































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































** Vehicle AgRP+/+ vs Cort AgRP+/+
>> Vehicle AgRP-/- vs Cort AgRP-/-
$$ Veh AgRP+/+ vs Cort AgRP-/-
+ Cort vs Cort KO



























































































































































































































































































































































































G6pc Gck Slc2a2 Pygl Pck1/2
**
*
Hepatic Gluconeogenic genes
Liver	
Vehicle	 Cort	
AgRP-/-	
AgRP+/+	
Gene	 Forward	5’-3’	 Reverse	5’-3’	
Agrp	 Mm00475829_g1	
Avp	 Mm01271704_m1	
Bdnf	 GCTCCGGGTTGGTATACTGG	 CACCTGGTGGAACTTCTTTGC	
Cartpt	 Mm04210469_m	
Cidea	 Mm00432554_m1	
Crh	 Mm01293920_s1	
Fkbp5	 AGCAACGGTAAAAGTCCACCT	 TTCCCCAACAACGAACACCA	
G6pc	 GTGAGACCGGACCAGGAAGTC	 ATCCCAACCACAAGATGACGTT	
Gad1	 Mm04207432_g1	
Gad2	 Mm00484623_m1	
Gal	 GCCCACATGCCATTGACAAC	 GCACATCAACACTTCCTGGTC	
Gck	 AAGCTGCACCCGAGCTTCAA	 GCTGCCCTCCTCTGATTCAA	
Ghsr	 AGATCGCGCAGATCAGTCAG		 GTATTGATGCTCGACTTTGTCCA	
Hcrt	 TTTGGACCACTGCACTGAAGA	 GGCCCAGGGAACCTTTGTAGA	
Hprt	 Mm03024075_m1	
Hsd11b1	 Mm00476182_m1	
Irs1	 CAAGACGCTCCAGTGAGGATT	 TTTAGGTCTTCATTCTGCTGTGA	
Klf4	 AGAACAGCCACCCACACTTG	 GTGGTAAGGTTTCTCGCCTGT	
Lep	 GCTCCAGAAGAAGAGGACCAA	 GACTGAATTTCCAAAAGCCTGAA	
Mc3r	 TCAAGGAGATTCTCTGCGGC	 ACACCCTTTTACGTCCCGTC	
Mc4r	 GGGTCGGAAACCATCGTCAT	 CTGCAAATGGATGCGAGCAA	
Nmb	 CCTGCTCTTCGCATTGTTCG		 AAGTGACCGGTCGCCCA		
Npy	 ATGCTAGGTAACAAGCGAATGG	 TGTCGCAGAGCGGAGTAGTAT	
Nr3c1	 AGCTCCCCCTGGTAGAGAC	 GGTGAAGACGCAGAAACCTTG	
PCK1	 CCTAGTGCCTGTGGGAAGAC	 AAGTTGCCTTGGGCATCAAAC	
Pomc	 ATGCCGAGATTCTGCTACAGT	 TCCAGCGAGAGGTCGAGTTT	
Ppargc1a	 AGCCGTGACCACTGACAACGAG	 GCTGCATGGTTCTGAGTGCTAAG	
Prdm16	 GACATTCCAATCCCACCAGA	 CACCTCTGTATCCGTCAGCA	
Pygl	 CCACTCGGACATCGTGAAGA	 CCAATTTTCTCCGCTATCAAGTC	
Sim1	 GAGGAGGGAGAAAGAAAACAGTG	 CCAAGCCCTTCTGGAAAGACC	
Sla2a2	 GATCGCTCCAACCACACTCA	 CTGAGGCCAGCAATCTGACTA	
Slc17a6	 GGCTGGACACCAGTCTTTACAA	 TTCTTCAGCACCCTGTAGATCTGT	
Slc32a1	 GGGTCACGACAAACCCAAGA	 GCACGAACATGCCCTGAATG	
Tbp	 GGGAGAATCATGGACCAGAA	 GATGGGAATTCCAGGAGTCA	
Trh	 CCTTGGTGCTGCCTTAGATTCC	 CCCTCTCTTCGGCTTCAACG	
Tsc22d3	 GCAGGCCATGGACCTCGTGAAG	 TCAGGAGGGTGTTCTCGCGCT	
Ucp1	 ACTGCCACACCTCCAGTCATT	 CTTTGCCTCACTCAGG	ATTGG	
p110β	 GCGCGGGGCAGTTCATCTTCTAA	 GAGGCATGATAGGGCGGAAGCA	
p85α	 GCCAAGGAAACTGTCGCACACA	 GGGGCAGTGCTGGTGGATCCAT	
Se;on	et	al.	Table	1	
